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1. gene 6. reverse transcriptase
2. coepistasis 7. mis-sense mutation
3. endoduplication 8. retroposon
4. fragile-X syndrome 9. chimeric gene
5. c-oncogene 10. transformant
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3. HiE (—) 8 glucose-6-phosphate dehydrogenase B Vk it %84 zymogram » Lanes 1-3 contain blood from an AA
‘?c"éﬁéﬁl‘%_,"},anes 4-10 contain homogenates of individual cells of an
AB heterozygote. Glucose-6-phosphate d@\jdrogenﬁb is X-ﬁrked ;Q*‘\ [i5.a dimmer enzyme » S% :
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homozygote, BB homozygote, and AB heteros

1. four daughters and two sons? (2%)

3. all daughters? (2%)
4. atleast 5 daughters? (2%)
5. adaughter as the eldest child and a son as the youngest? (2%)
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(0=0.05, d.f.=1, p=3.841; d.f.=2, p=5.991; d.f.=3, p=7.815; d.f.=4, p=9.488)
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Walnut Rose Pea Single Total
Observed Numbers(Q) 87 31 30 12 160
Expected ratio E
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