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| Enter database name jo,

General databases
often used

Sign in to get complete results and to request items =] Sign in

Databases b}f Related Links
Category / Titles /

Content Type * ViewAll

Top picks

Web of Science

s Database APP * Scopus
@Browse by Subject  Off-campus Internet Connection e JSTOR
> Browse by Titles * Academic Search Complete
e Airiti library

> Content Type CNKI

Trial

Feature Databases

L TUET = Important databases
Art ; History ; Linguistics ; Literature ; Music ; Philosophy ; Religig .
: Theatre,/Movies Of eaCh SUbJECt

Click “>” to
show more

Life Sciences & Medicine
Agriculture ; Biological Sciences ; Medical Science ; Nursing
; Pharmacy / Pharmacology ; Public Health ; Zoology




Off-campus internet connection services
(VEN, Virtual Private Network)

NTU IP address
140.112 .*.*




Off-campus internet connection services
(VPN, Virtual Private Network)
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Questions about VPN settings, NTU account.
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How to apply for VPN?

NTU SSL VPN Service =REZ BREEEE  $um

20 N7 AR 2

* Important! From March 1, 2022, in order to use NTU SSL VPN service, NTU faculty, staff, and students have to enable VPN service for their
account.. Please refer to the following steps:

1. Go to http://changepassword.cc.ntu.edu.tw, login, then choose from Service List 4.

2. You'll need to enter the rightmost 4 digits of the numbers on the lower right corner of the back of your NTU ID card.

3. If there's trouble following the steps, please call or visit Computing Center Helpdesk (tel: 33665022~3)

4. After successfully activate your VPN privilege, you can continue VPN connection as usual.

5. The VPN validity period is one year. One month before its expiration, there’ll be email notification to remind you. Your VPN validity can be
extended right away online, or you can re-activate afterwards.

https://ccnet.ntu.edu.tw/vpn/PulseSecure-eng.html
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Know what (subject)

you want

Determine the subject
® Information need

® Retrieval term
[ |
[ |

Decide the search tool

® | ibrary catalog
® Database
® Discovery System

Start to search
® Simple
search

® Advanced
search

® Browse
® Export

Get the full text

® Online full text

® | ibrary collection

® journal Article
Delivery
Express/Inter
library loan



Concept on your mind 2>
Retrieval term

© Extract keywords

o-® QOpinion, concept, and proper noun

o-® Prefix and suffix change, such as
part of speech, singular and plural,
or abbreviation

o-® Use different languages

o-® Find the hierarchical relationship
between words



Selection history modulates working memory capacity (article) (Open:
Kuo,B-C.®m 2

A Review on Polymeric Membranes and Hydrogels
Prepared by Vapor-Induced Phase

Sepal'ati()ll Process Department of Psychology, National Taiwan University, Taipei, Taiwan

ANTOINE VENAULT,! YUNG CHANG.'? DA-MING WANG,>?
AND DENIS BOUYER*

Abstract

Recent studies have shown that past selection history affects the allocation of attention on target sele
'Department of Chemical Engineering, Chung Yuan Christian University,
Chung-Li, Taiwan

*R&D Center for Membrane Technology, Chung Yuan Christian University,
Chung-Li, Taiwan

*Department of Chemical Engineering, National Taiwan University, Taipei,
Taiwan

“Tnstitut Européen des Membranes, Université Montpellier 2, Montpellier,
France

wheather context-driven selection history can modulate the efficacy of attention allocation on werking
representations. This study tests the influences of selection history on WM capacity. A display of one |
items (high load) was shown for the participants to hold in WM in a delayed response task. Participan

probe item was in the memory display or not. Selection history was defined as the number of items 3

anipulated by the stimulus set-size in the contexts with fewer possible s

uli (8-item or 9-item context) from which the memorized content was :

KeyWO rd S fro m th e was estimated to reflect the number of items that can be held in WM. A

In 1918, Zsigmondy and Bachmann presented a new method to induce phase sq A rt i C | es bled that the capacity was significantly reduced in the context with more
af a hemogeneous polymeric solution from a vapor phase. The so-called vapo

phase separation (VIPS) was born. In a century, the body of knowledge o
membranes and h}ﬂmge.‘lz prepaved by VIPS has grown m:ponan.r.‘y wihich s
the need for a critical review. Slowness of mass transfers involved in VIPS, atrributed
to the resistance at the gaseous phaselliguid phase interface, permits reaching better
control of polymer membrane formation than with the popular wei-immersion process.
As a result, a broad variety of morphologies can be obtained and well controlled.
The control of testing condirions and formulation parameters also permits tuning and
tailoring morphologies, which arises in various membranes properties, and led sci-
entists to investigate the possibility of forecasting mass transfers in VIPS. Therefore,
at the end af the twenrieth century, first models were developed to describe this pro-
cess, and validated by comparing simulated data to experimental results. Afterwards,
studies demonstrated the possibility of predicting membrane morphologies from the
knowledge of operating conditions. This article aims ar reviewing the work done so far
reporting this process to prepare polymer membranes and hydrogels. The experimental
set-ups will be introduced as well as the different polymerfsalventinensolvent and poly-
merfadditive(s Wsolventinonsolvent systems used and the morphologies obtained. The
effect of resting conditions and formulation parameters on the structure of the matrices
will be subsequently discussed. Close attention will be given to the fundamental theory
of VIPS before moving onto the potential applications of such polvmer matrices.

Keywords VIPS process, polymer membranes, hydrogels, morphology control, testing
conditions, VIPS simulation

e stimuli. Moreover, the reduction in capacity was significant for high W

when the focus was on only a single item. Together, these findings indicate that context-driven select
attention influence WM capacity. © 2016 Kuo.

wameremee s RETFIEVAl tErm

Topic: Memory, Short-Term | Memory | Contralateral delay

Prominence percentile:  97.566 s ()

Author keywords

(Attention) (Limited capac'lty) (Selecﬁon his‘tory) (Top—down control) (Working memor}r)




Boolean Quotation Asterisk/
Operators Marks Star Symbol
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https://www.youtube.com/watch?v=LTJygQwYV84
https://www.youtube.com/watch?v=LTJygQwYV84

Boolean Operators

AND
find result of both words

a study of attitudes and behaviors of idolatry among
fans of popular songs.

attit
AN

AN
AN

15

OR
find either keyword

bike

OR bicycle

OR cycling

OR two-wheeler

NOT
exclude words from
the search

Y,

a study on genetic engineering of human cloning

cloning NOT sheep

DO"Y§@D




Use double quotation
separate.

to search phrases. Every word is grouped together, not

For example, if you type “social networks privacy “, you wouldn’t get privacy in

online social networks.

Google 24l E

social networks privacy

&> U= 0.11 )

TEREE BT nRESSTY (%M) naR  TERAREESSERERSSES

2018 Ll Information revelation and privacy in online social networks

2017 Ll R Gross, A Acquisti - ... 2005 ACM workshop on Privacy in the electronic __., 200;

2014 Ll Participation in social rking sites has d lly i d in recent years |
such as Friendster, Tribe, or the Facebook allow millions of individuals to create of

BsE profiles and share personal information with vast networks of fiends-and, often, u|
Yr 99 WS 2693w EExE =L EEE

EEEREREE

[31=] Teens, privacy & online social networks: How teens mang
EEERE identities and personal information in the age of MySpace

A Lenhart, M Madden - 2007 - Pew Internet & American Life Project
FrEE= Yr 99 ®SIF 901 ® EExE
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Characterizing privacy in online social networks

B Kri CE Wills - P of the first workshop on Online ., 2008 - dl.acm.org
_ on OSNs. Categories and Subject Descriptars C.2 [Computer-Communication
]: Network Protocol i General Terms M Keywords

Online Social Networks, Privacy 1. INTRODUCTION Privacy ...
Tr 99 WSIA363 X EEXE 2HH 16 ElE

On the leakage of personally identifiable information via online social networks
B Ki CE Wills - P of the 2nd ACM workshop on ..., 2009 - dl.acm.org

... General Terms Measurement Keywords Online Social Networks, Privacy, Personally
Identifiable In- formation .. ACM. [7] Balachander Krishnamurthy and Craig E. Wills_
Privacy diffusion on the web: A longitudinal perspective ...

Y99 ESIMATS W MENE 2EE 1T EEE




Truncation / Wildcard Character

The asterisk (*) is the Truncation character, used to
replace one or more characters.

It Is used at the end of a root word, when you want to
search for variable endings of a root word.

Retrieval term

fiction*

Search results

fiction

fictions

educat*

educate

educated

education

educational

educator

17

Each database use the truncation character
differently. Look for the "Help" of each
database.
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Truncation / Wildcard Character

The question mark (?) is the Wildcard character, used to

replace any single character, either inside or at the right
end of the word.

It is useful when there are variable spellings for a word,
and you want to search for all variants simultaneously.

Retrieval term Search results

Wom?n Woman
Women

Re?d Read
Reed

Col?r Color
Colour

Each database uses the wildcard
character differently. Look for the
"Help" of each database.
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1 Read related references to extend search results
0 Use “call number” to find more similar subjects

Key paper

~
Related papers of key paper
~
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Refine Results g/\

Results are classified again based on
different attributes to decrease
search scope

subject, author, organization, document type, publication

year, source titléand so on

ithsthe amount of articles for
ch filtered item

Source Types

« Al Results

] Academic Joumnals
(133.,911)

[ BookArticles (2,088)
[ Books (775)

O Dissertation Abstracts
(333)

[ Websites (60}




Th esa U I‘U S (in the context of information retrieval)

A thesaurus is an alphabetical listing of all the subject
terms in a single database, used to classify and organize
information for that database. The thesaurus shows
relationships between terms such as synonyms or related
terms, and hierarchical arrangements such as broader
terms, ornarrower terms.

Broader Term

Related
Term
L
— Key Concept -

Term

Synonym

Synonym

Narrower Narrower Narrower
Term Term Term

Narrower
Term
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Thesaurus e.g. CAB Abstracts [EBSCOhost]

" Searching: CAB Abstracts  Choose Databases

Basic Search Advanced Search Search History

EBSCOhost ‘

If you want to search the concept, it’ s

suggested to type irclaadzr_:erms
“biological control agents ” SiEe e
o Y71 o ———
instead of “biological control
or anism" O biological control agents
~ g : j Definition Organisms deliberately used for
Select term, the f":h using: Broader Terms O organisms
i i Related Terms [J biological control
(Click term to display deta. 5.)

O entomogenous fungi

biological control organism Use: biological control agents| O entomophilic nematodes



Subject Headings

In addition to “author keywords”, experts would define
more precise terms to documents.

a type of standardized “tag” used to index and organize
resources on the same topic

BIOLOGY

COMPARATIVE biology
biodiversity — BIOCOMPLEXITY

NUMBERS of species

FOREST biodiversity SUSTAINABLE biodiversity SPECIES diversity ANIMAL diversity
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Su bject Headi NQS eg. ASC [EBSCOhost]

Publication: ~ SubjectTerms ~ Cited References  Images  More - Signin ® Folder Preferences

New Search

]

Searching: Academic Search Complete | Choose Databases

EBSCOhost ‘

Basic Search Advanced Search Search History

Subjects Places People

Browsin
l biodiversity !
Term Begins With

: Academic Search Complete -- Subject Terms

|[ Browse |

“Back to List

‘Previous Next*

Select

a

Term Contains ~ Relevancy Ranked

Select term, then add to search using:

=] CHILDREN'S literature

DLupe Noe

Broader Terms

Narrower Terms

Related Terms

MgIe ale enered WOrks O e wiaiLy O U1g varewy o iving Oiganisins, e geneuc ainerences aimony wmerr, and e Communiues anu ecosysiems in which
they occur

O BIOLOGY

O AGROBIODIVERSITY

00 AMPHIBIAN diversity

O ADAPTIVE radiation (Biology)

O BIOCOMPLEXITY

O CAMBRIAN explosion (Evolution)

0O COMPARATIVE biology

O ECOLOGICAL heterogeneity

O ENVIRONMENTAL education

O NUMBERS of species

O ORDOVICIAN radiation (Evolution)

0O INVERTEBRATE diversity

O MAMMAL diversity
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Thesaurus & Subject Headings
" Main Purposes

o Related Terms

« You want to explore a topic, but you don’ t have any idea.

B Narrower Terms

 You will have to decrease the search scope with precise
keywords if you get too many results,

s Broader Terms

« If you only get few articles, you would have to expand search
scope.

S Synonyms

« Use similar words and retrieve target articles you may lost.




National Library of Medicine Log in
National Center for Biotechnology Information

Pu bmed .gov

T -

Advanced

PubMed® comprises more than 32 million citations for biomedical literature from MEDLINE, life science journals, and online books.

Citations may include links to full text content from PubMed Central and publisher web sites.
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National Library of Medicine
National Center for Biotechnology Information

Pubmed.gm‘ P U b M e d

Search PubMed Search

Advanced

PubMed® comprises more than 32 million citations for biomedical literature from MEDLINE, life science journals, and online books.

Citations may include links to full text content from PubMed Central and publisher web sites.

A free resource supporting the search and retrieval of biomedical
and life sciences literature

Developed and maintained by the National Center for Biotechnology
Information (NCBI), at the U.S. National Library of Medicine (NLM)

Contains more than 32 million citations and abstracts of biomedical
literature back to the 1950s.

Includes links to many sites providing full text articles and other
related resources.


https://ntu.primo.exlibrisgroup.com/discovery/dbfulldisplay?docid=alma991000001789804786&context=L&vid=886NTU_INST:886NTU_INST&lang=en

PublfQed cov

I -

Advanced

PubMed® comprises more than 34 million citations for biomedical literature from MEDLINE, life science journals, and online books.
Citations may include links to full text content from PubMed Central and publisher web sites.
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Example
The 2022

was
awarded to Swedish
scientist Svante
Paabo
for Neanderthal



https://www.nobelprize.org/prizes/medicine/2022/advanced-information/

PubfQed zov

Svante Paabo

Advanced

PubMed® comprises more than 34 million citations for biomedical literature from MEDLINE, life science journals, and online books.
Citations may include links to full text content from PubMed Central and publisher web sites.

30
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Display option

PUbQEd.gov

MY MCBI FILTERS [®

RESULTS BY YEAR

by

2002 2022

TEXT AVAILABILITY

[ ] Abstract
[ ] Free full text
[ ] Full text

ARTICLE ATTRIBUTE
[ ] Associated data
ARTICLE TYPE

[ ] Books and Documents
[ ] Clinical Trial
[] Meta-Analysis

] Randomized Controlled
Trial

Svante Pdibo

- =

Advanced Create alert Create RSS

User Guide

Sorted by: Most recent = Display options ¥#®

‘ Save H Email H Send to ‘
DISPLAY OPTIONS
215 results
Format ‘ Summary s ‘
[] Genetic insights into the social organization of e
1 Skov L, Peyrégne S, Popli D, lasi LNM, Devigse T, Slon V, Zav Sort by ‘ Most recent v ‘ 1= ‘
Cite  Bossoms Mesa A, Lépez Herrdez D, Nickel B, Nagel 5, Richte
. ) ) Perpage | 10 &
P, Comeaskey D, Derevianko AP, Kharevich A Markin 5V, Talz
Sh
" Higham T, Viola B, Krivoshapkin Al, Kolobova KA, Kelso J, M
Nature. 2022 Oct:610(7932):519-525. doi: 10.1038/s41586-0  Abstract snippets (@) Show () Hide
PMID: 36261548
235 PDF
[] Human TKTL1 implies greater neurogenesis in frontal neocortex of modern
2 humans than Neanderthals.
cite  Pinson A Xing L Namba T, Kalebic N, Peters J, Oegema CE, Traikov 5, Reppe K, Riesenberg 5, Maricic T,
Derihaci R, Wimberger P, Pd&bo 5, Huttner WE.
Sh
e Science. 2022 Sep 9;377(6611):eabl6422. doi: 10.1126/science.abl6422. Epub 2022 Sep 9.
PMID: 36074851
Search library
[] Longer metaphase and fewer chromosome segregation errors in modern human
3 than Neanderthal brain development.
cite  Mora-Bermudez F, Kanis P, Macak D, Peters ), Naumann R, Xing L Sarov M, Winkler 5, Oegema CE,
Haffner C, Wimberger P, Riesenberg 5, Maricic T, Huttner WB, Pd3bo S.
Share

Sci Adv. 2022 Jul 29;8(30):eabn7702. doi: 10.1126/sciadv.abn7702. Epub 2022 Jul 29.
PMID: 35905187 Free PMC article.



RESULTS BY YEAR

N
o

2002 2022
TEXT AVAILABILITY

[] Abstract

[] Free full text

[ Full text

ARTICLE ATTRIBUTE

[ ] Associated data

ARTICLE TYPE

[] Books and Documents

Clinical Trial

Randomized Controlled

Trial
Review

O
[] Meta-Analysis
U
O

[[] Systematic Review

PUBLICATION DATE

O 1 year
O 5 years
O 10 years

O Custom Range

al filters

[]

1
Cite

Share

Cite

Share

Cite

Share

S

Cite

Share

Genetic insights into the social organization of Neanderthals.

Skov L, Peyrégne S, Popli D, lasi LNM, Deviése T, Slon V, Zavala El, Hajdinjak r@PgGrote 5,
Bossoms Mesa A, Lopez Herrdez D, Nickel B, Nagel 5, Richter J, Essel E, Gans 5§ {
P, Comeskey D, Derevianko AP, Kharevich A, Markin SV, Talamo 5, Douka K, Hiajcar: bels RG,

Higham T. Viola B, Krivoshapkin Al. Kolobova KA, Kelso J, Meyer M, Paébo S. Peter BM.
Nature. 2022 Oct;610(7932):519-525. doi: 10.1038/541586-022-05283-y. Epub 2022 Oct 19.
PMID: 36261548

Human TKTL1 implies greater neurogenesis in frontal neoc
humans than Neanderthals.

Pinson A, Xing L. Namba T, Kalebic N, Peters J. Oegema CE. Traikov S. Reppe
Derihaci R, Wimberger P, Pddbo S, Huttner WB.

| ARTICLE TYPE

Science. 2022 Sep 3:377(6611):eabl6422. doi: 10.1126/science.ablbd22. Epuk SPECIES
PMID: 36074851
Search library
Longer metaphase and fewer chromosome segregation err LANGUAGE
than Neanderthal brain development.
Mora-Bermudez F, Kanis P, Macak D, Peters ), Naumann R, Xing L. Sarov M,
Haffner C, Wimberger P, Riesenberg 5, Maricic T, Huttner WE, Pé&ho 5.
Sci Adv. 2022 Jul 29:8(30):eabn7702. doi: 10.1126/sciadv.abn7702. Epub 202 <Ex
PMID: 35905187 Free PMC article.
2% PDF
The evolutionary history of human spindle genes includes t
JOURNAL

flow with Neandertals.

Peyrégne 5, Kelso J, Peter BM, P&&bo S.

Elife. 2022 Jul 11:11:e75464. doi: 10.7554/elife. 75464,
PMID: 35816093 Free PMC article.

The clinically relevant CYP2C8*3 and CYP2C9*2 haplotype i
Neandertals.

Haeggstrém S, Ingelman-Sundberg M, P&8ho S, Zeberg H.
Pharmacogenomics J. 2022 Jul:22(4):247-249. doi: 10.1038/541397-022-00284-6. Epub 2022 Jul 2.

} for the search results

[] Address

[] Autobiography

["] ibliography

["] Biography

[] case Reports

[] Classical Article

[7] Clinical Conference
["] Clinical Study

[] clinical Trial Protocol
[] Clinical Trial, Phase |
D Clinical Trial, Phase 1l
D Clinical Trial, Phase I
[ ] Clinical Trial, Phase IV
D Clinical Trial, Veterinary

D Comment

["] Introductory Journal Article
D Lecture

[7] Legal Case

[] Legislation

D Letter

] Multicenter Study

D MNews

["] Newspaper Article

[ "] Observational Study

[ Observational Study, Veterinary
] overall

[7] Patient Education Handout
[ ] Periadical Index

[] Personal Narrative

] Portrait

Cancel ‘
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dﬂonal filter

ARTICLE TYPE

| sPeciEs

LANGUAGE

SEX

JOURNAL

AGE

I:‘ Humans

[ other Animals

ARTICLE TYPE

SPECIES

| LanGuace

SEX

JOURNAL

Cancel —‘

[] Afrikaans
[ Albanian
[ Arabic

[ ] Armenian
[] Azerbaijani
[ ] Bosnian
[] Bulgarian
[] Catalan
[] Chinese
[] Croatian
[7] czech
[] Danish
[7] Dutch
[] English

I:| Esperanto




Additional filtker

ARTICLE TYPE
[] Female ARTICLE TYPE
[] MEDLINE
[] male
SPECIES ARTICLE TYPE
[ child: birth-18 years [] Adult: 18+ years
SPECIES
[] Newborn: birth-1 month [] Young Adult: 19-24 years
[] Infant; birth-23 months [] Adult: 18-44 years
SPECIES
LANGUAGE D Infant: 1-23 months D Middle Aged + Aged: 45+ years
[] preschoel Child: 2-5 years [] Middle Aged: 45-64 years
LANGUAGE [ ] child: 6-12 years [ Aged: 65+ years
LANGUAGE
I [] Adolescent: 13-18 years [ ] 80 and over: 80+ years
SEX
SEX SEX
JOURNAL
JOURNAL
| JournAL
AGE
| Ace

—

Cancel
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Séarch for
keywords

Pu bmed .gov

MY MCBIFILTERS [8

RESULTS BY YEAR

oo ol

TEXT AVAILABILITY

[] Abstract
[] Free full text
[ ] Full text

ARTICLE ATTRIBUTE

[] Associated data

ARTICLE TYPE

[ ] Books and Documents
Clinical Trial
Meta-Analysis

Randomized Controlled
Trial

Review

U o oo

Systematic Review

Advanced Create alert Create RSS

User Guide

| Save || Email || Send to | Sorted by: Most recent 1= Display options #'
60 results Fage of & > >>

[ ] A method for the temperature-controlled extraction of DNA from ancient bones.
1 Essel E, Korlevic P, Meyer M.
Cite  Biotechniques. 2021 Jul;71(1):382-386. doi: 10.2144/btn-2021-0025. Epub 2021 Jun 24.
PMID: 34164993 Free article.
share An evaluation of the effectivenass of the method using a set of three ancient bones resulted in between
1.6- and 32-fold enrichment of endogenous DNA compared with regular DNA extraction. For two bones,

the method outperformed previous methods of decontaminat ...

Search library
[ ] Near-infrared hyperspactral imaging (NIR-HSI) and normalized difference image
2 (NDI) data processing: An advanced method to map collagen in archaeological
cite bones.
Lugli F, Sciutto G, Oliveri P, Malegori C, Prati 5, Gatti L, Silvestrini S, Romandini M, Catelli E, Cazale M,
Talamo S, lacumin P, Benazzi S, Mazzeo R.
Talanta, 2021 May 1:226:122126, doi: 10.1016/j.talanta.2021.122126. Epub 2021 Jan 26.
PMID: 33676680

Share

The developed approach addresses an urgent issue of the analytical chemistry applied to bicarcheclogy
researches, which rely on well-preserved collagen in bones to obtain key information on chronclogy.

palececology and taxonomy. .. MIR-HSI pre-screening allows researchers ..

[l Comparison of bone demineralisation procedures for DNA recovery from burned
remains.

w

Cite  Mckinnon M, Higgins D.
Forensic Sci Int Genet. 2021 Mar;51:102448. doi: 10.1016/).fsigen.2020.102448. Epub 2020 Dec 26.
Share owin: 33373911

Recovering DNA from modern incinerated bones can be challenging and may require alteration of



ARTICLE TYPE

Books and Documents

Clinical Trial
Meta-Analysis

Randomized Controlled
Trial

Review

Systematic Review

PUBLICATION DATE

O 1 year
O 5 years
O 10 years

O Custom Range
SPECIES
[ ] Other Animals

36 Humans

: Technique that statistically
combines the results of quantitative studies to
provide a more precise effect of the results

: Published materials that provide an
examination of recent or current literature. Can
cover a wide range of subjects at various levels
of completeness and comprehensiveness. It
may include research findings.

. Seeks to systematically
search for, appraise, and synthesize research
evidence, often adhering to guidelines on the
conduct of a review




Biotechniques. 2027 Jul;71(1):382-386. doi: 10.2744/btn-2027-0025. Epub 2027 Jun 24. FULL TEXT LINKS

OPEN ACCESS ARTICLE
Future Scien )

or the temperature-controlled extraction
of DNA from ancient bones

Elena Essel ', Petra Korlevi¢ 1 2, Matthias Meyer !

Affiliations 4+ expand
PMID: 34164993 DOI: 10.2144/btn-2021-0025
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Contamination with microbial and other exogenous DNA poses a significant challenge in the
generation of genome-wide sequence data from ancient skeletal remains. Here we describe a method
for separating ancient DNA into multiple fractions during DNA extraction by sequential temperature-
controlled release of DNA into sodium phosphate buffer. An evaluation of the effectiveness of the
method using a set of three ancient bones resulted in between 1.6- and 32-fold enrichment of
endegencous DNA compared with regular DNA extraction. For two bones, the method cutperformed PAGE NAVIGATION
previous methods of decontaminating ancient bones, including hypochlorite treatment, which
resulted in near-complete destruction of DNA in the worst-preserved sample. This extraction method
expands the spectrum of methods available for depleting contaminant DNA from ancient skeletal
remains.
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A method for the temperature-controlled
extraction of DNA from ancient bones
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First draft submitted: 18 March 2021; Accepted for publication: 8 June 2021; Published online: 24 June 2021

Contamination with microbial and other exogenous DNA poses a significant challenge in the generation of genome-wide sequence data from
ancient skeletal remains. Here we describe a method for separating ancient DNA into multiple fractions during DNA extraction by sequential
temperature-controlled release of DNA into sodium phosphate buffer. An evaluation of the effectiveness of the method using a set of three
ancient bones resulted in between 1.6- and 32-fold enrichment of endogenous DNA compared with regular DNA extraction. For two bones, the
method outperformed previous methods of decontaminating ancient bones, including hypochlorite treatment, which resulted in near-complete
destruction of DNA inthe worst-preserved sample. This extraction method expands the spectrum of methods available for depleting contaminant
DNA from ancient skeletal remains.

The authors present a decontamination method for poorly preserved ancient bones that relies on a temperature-controlled sequential release of
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The petrous bone contains high concentrations of osteocytes: One possible
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