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.3 B de BB (cell membrane)sg S g ¢+ 36 S4B 4% 4% 4% A (fluid mosaic model)
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(a) chromatin modification

(b) transcriptional control

(c) post-transcriptional control

(d) translational control

(e} post-translational control
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1. Porifera a. ¥iA -3

2.  Cnidaria b. BMEH i B&

3. Platyhelminthes c. BEW k. &3

4. Nematoda d %% L B

5. Mollusca e HEiHM m. &RE

6. Annelida f. Kig & n. S

7. Arthropoda g &SH 0. K%

8. Echinodermata h, #d&m
6. BT =R EIRIR (@ntigen)} BN & B EF > & 3] Ap e drit M3k 2l S8 BB 7 (10%)
7. B FRAPAET > $ifke A4 Bey i — SALS S RS TR R R

PlaB K ? BB AT ? (10%) ~

8. #rr— AR % T4 keystone species - it A RAFTHE ? (10%)

9. fa3g-4-i% & 3¥ (Hardy-Weinberg Theorem) ? £ L K % a8k st 2 544908






